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Academic position

Associate Professor, 2021 - Now
Assistant Professor, 2014 — 2021

Education
e Ph.D. in Medicinal Chemistry, Faculty of Pharmacy, Shiraz University of Medical Sciences,
2009-2014
Dissertation Title: Synthesis and molecular modeling of novel nonpeptidic small molecules
as p38MAPK inhibitors and evaluation of TNF-a production in a cell model
Supervisors: Prof. Miri R. & Prof. Firouzi O., Advisors: Prof. Javidnia K. & Prof. Ghahramani
M. H.

e M.Sc. in Organic chemistry, Faculty of Chemistry, K. N. Toosi University of Technology,
2007-2009
Thesis Title: Design and Synthesis of Novel Peptides as Anti-Cancer Agents
Supervisor: Prof. Balalaie S., Advisor: Prof. Davoodi J.

e B.S. in Applied Chemistry, Faculty of Science, K. N. Toosi University of Technology, 2002-
2007

Research Experience:
Synthesis of peptide (SPPS)
Synthesis of novel bioactive heterocyclic molecules via multicomponent reaction
Molecular dynamics simulation
Machine learning
Computational chemistry
Virtual screening and molecular modeling



Teaching Experiences
Organic Chemistry Laboratory | and Il
- Pharm. D. (since 2014)
Organic Synthesis
- MSc in Medicinal Chemistry (since 2020)
Computational Chemistry and Molecular Modeling
- MSc in Medicinal Chemistry (since 2020)
Medicinal Chemistry I, Il and IlI

- Pharm. D. (since 2014)
- MSc in Medicinal Chemistry (since 2020)

Leadership experience
Director of medicinal chemistry research lab, 2018 - now
Director of research, 2016 — 2018
Director of graduate studies, 2015 — 2018

Executive secretory of 15™ Iranian pharmaceutical sciences congress 2017

Computer Skills
Operating Systems: Windows, Linux
Docking: AutoDock, AutoDock Vina
MD Simulation: GROMACS
Ab Initio: ORCA
Programming Skills: Shell programming, C++, Python
Machine Learning: C++: Malpack
Python: Scikit-learn, Keras, Tensorflow

Ongoing Research Projects
Design, molecular modeling and synthesis of peptidic and heterocyclic molecules as AChE
inhibitors
In silico and in vitro screening of natural products as anticancer and DNA binding agents
Design, molecular modeling and synthesis of anti-mitotic peptides
Using machine learning approaches in peptide and drug design
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Thesis:

- Supervisor

1. Synthesis and molecular modeling of novel 3,4-dihydropyrimidin-2-one derivatives as
BACE-1 inhibitors, 2017

2. Phytochemical analysis of Ferula pseudalliacea essential oils and molecular modeling of
Galbanic acid as farensyl transferase inhibitor, 2017

3. Molecular modeling and Synthesis of novel 3,4-dihydropyrimidin-2-one derivatives as
anticancer agents, 2018

4. Theoretical design, structure prediction, and molecular dynamic simulation of the p28-
apoptin chimeric protein ,2018

5. Biological evaluation and molecular modeling of

6. 3,4-dihydropyrimidine-2(1H)-one derivatives as cytotoxic agents on breast cancer and
normal breast cell lines, 2019

7. Biological evaluation and molecular modeling of coumarin compounds in Ferula
pseudalliacea as acetylcholinesterase inhibitors, 2020

8. Synthesis, biological evaluation and molecular modeling of peptide derivatives as AchE
inhibitors, 2020

9. MCSS Based Design, Molecular Modeling, Synthesis and Evaluation of AChE Inhibitory
Effect of New Peptidic Compounds, 2020

10. Evaluating the interaction of essential oils and main compounds of Foeniculum vulgare

with DNA strand: in vitro and in silico studies, 2020



11. Design, Synthesis and Biological Evaluation of Peptide Compounds as Acetylcholinesterase
Inhibitors, 2021

12. Phytochemical and DNA binding evaluation of Ferulago bernardii essential oil and extract,
2021

13. Evaluation of Ferula haussknechtii essential oil and extract as AChE inhibitor; in vitro and in
silico studies, 2021

14. Synthesis, molecular modeling and binding of the barbituric acid drivatives to DNA, 2021

15. Design, molecular modelling and synthesis of peptidic compounds as G-quadruplex
stabilizer, 2022

Advisor

1. The evaluation of phytochemical, antioxidant and anticholinesterase effects of essential oil
and extracts of Eryngium bornmuelleri, 2020

2. Investigation of toxicity, anticonvulsant effects, and molecular modeling of Ferula
Gummosa Boiss. oleo gum resin in male mice, 2022

Research projects

1. Design, Molecular Modeling and Synthesis of Peptidic Compounds as
Acetylcholinesterase Inhibitors; 2017
2. Design, synthesis, molecular modeling and binding studies of 2-
benzylidenecycloalkane-1,3-dione derivatives to DNA; 2016
3. Biological evaluation and molecular modeling of coumarin compounds from Ferula
pseudalliacea as AChE inhibitor in the treatment of alzheimer disease; 2015
Public URL

ORCID: 0000-0002-4675-0224
Researcher ID: N-5599-2017
Scopus ID: 55210384200

References
Prof. Ramin Miri Ph. D.

Medicinal and Natural Products Chemistry Research Center, Shiraz University of Medical
Sciences, Shiraz, Iran. PO Box 3288-71345, E-mail: mirir@sums.ac.ir, Tel: +9871 3485
3734

Prof. Saeed Balalaie Ph. D.

Department of Chemistry - K.N.Toosi University of Technology, P.O. Box 15875-4416,
Tehran, Iran. E-mail: balalaie@kntu.ac.ir, Tel: +9821 2306 4226 — 226

Prof. Omid Firuzi Ph. D.


http://orcid.org/0000-0002-4675-0224
http://www.researcherid.com/rid/N-5599-2017
https://www.scopus.com/authid/detail.uri?authorId=55210384200

Medicinal and Natural Products Chemistry Research Center, Shiraz University of Medical
Sciences, Shiraz, Iran. PO Box 3288-71345, E-mail: firuzio@sums.ac.ir, Tel: +9871 3485
3734



